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Detection of Yesinia ruckeri by 16STRNAuniversal primer Lane M, 100bp ladder :¥ <&

marker;Lanel,2,3 positive sample ; lane C
Negative control containing PCR reagent alone
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sequence

gblACCCO01000097.1| Yersinia ruckeri ATCC 29473 contig00382, whole g>r reflNZ_ACCC01000097.1|
Yersinia ruckeri ATCC 29473 contig00382, whole genome shotgun

sequence

gblACCCO01000097.1] Yersinia ruckeri ATCC 29473 contig00382, whole genome shotgun

sequence

Length=950

Score = 588 bits (318), Expect =2e-165

Identities = 318/318 (100%), Gaps = 0/318 (0%)

Strand=Plus/Minus

Query 1
TACGACTTCACCCCAGTCATGAATCACAAAGTGGTAAGCGCCCTCCCGAAGGTTAAGCTA 60
(NI

Sbjct 856
TACGACTTCACCCCAGTCATGAATCACAAAGTGGTAAGCGCCCTCCCGAAGGTTAAGCTA 797
Query 61
CCTACTTCTTTTGCAACCCACTCCCATGGTGTGACGGGCGGTGTGTACAAGGCCCGGGAA 120

IR
Sbjct 796 CCTACTTCTTTTGCAACCCACTCCCATGGTGTGACGGGCGGTGTGTACAAGGCCCGGGAA

737
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Query 121
CGTATTCACCGTAGCATTCTGATCTACGATTACTAGCGATTCCGACTTCATGGAGTCGAG 180
(A

Sbjct 736 CGTATTCACCGTAGCATTCTGATCTACGATTACTAGCGATTCCGACTTCATGGAGTCGAG
677

Query 181
TTGCAGACTCCAATCCGGACTACGACAGACTTTATGTGGTCCGCTTGCTCTCGCGAGTTC 240
(T

Sbjct 676 TTGCAGACTCCAATCCGGACTACGACAGACTTTATGTGGTCCGCTTGCTCTCGCGAGTTC
617

Query 241
GCTTCACTTTGTATCTGCCATTGTAGCACGTGTGTAGCCCTACTCGTAAGGGCCATGATG 300

Sbjct 616 GCTTCACTTTGTATCTGCCATTGTAGCACGTGTGTAGCCCTACTCGTAAGGGCCATGATG

557

Query 301 ACTTGACGTCATCCCCAC 318

TG
Sbjct 556 ACTTGACGTCATCCCCAC 539
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